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Table 2. ClustalW Sequence Alignment of Human FGFs based on AUG/Methionine Start Codon.
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FGF-20 QKFTHF- - -LPRPVDPERVP Localization
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FGF-6 MTVTHF - - -LPRI

FGF-12 KPSSHF---VPKPIEVCMYR-------- EPSLHEIGEKQGR----- SRKSSGTPTMNGGKVVNQDST-----==---=--=------—- FGF Core

FGF-14  KPAAHF- - -LPKPLEVAMYR-------- EPSLHDVGETVPKPGVTPSKSTSASAIMNGGKPVNKSKTT -~~~ = = = == === = = ===~~~ Domain

FGF-13  KPAAHF- - -LPKPLKVAMYK------- - EPSLHDLTEFSRSGSGTPTKSRSVSGVLNGGKSMSHNEST -~ - = = = == === = = = ===~ —
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FGF-21  LPPALP---EPPGILAPQPPDVGSSDPLSMVGPSQGRSPSYAS - === = === === === == oo = mm— o ooom oo oo oo

FGF-23  IPLIHFNTPIPRRHTRSAEDDSERDPLNVLKPRARMTPAPASCSQELPSAEDNSPMASDPLGVVRGGRVNTHAGGTGPEGCRPFAKFET

FGF-22 (Accession # AB021925)and FGF-23 (Accession # AB037973) have only recently been reported in GenBank.
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